In general, the realisation of goals to control the digestive processes of ruminants via genetic manipulation of rumen bacteria is limited by the lack of information about the genomes of important rumen bacteria, cloning systems, stability of cloned DNA in rumen bacteria and on factors affecting the whole rumen ecosystem. Sbvl, and isoschizomer of Haelll, from rumen amylolytic bacterium S. bovis 11/1. Enzyme Sbvl recognizes the 4-bp palindrome, 5'-GGCC-3' and cleaves DNA after the second G in the sequence, producing blunt ends.
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Further study of restriction-modification systems of selected ruminal bacterial species has significant implications for genetic manipulation of these bacteria, especially for the introduction, expression and stability of foreign DNA within the rumen bacteria and the whole rumen ecosystem.
